[Computation of the parameters of complex formation of chemical compounds with serum albumin according to the degree of completeness of conformational transitions ion the protein molecule].
A new linear expression of low mass action for computation of binding parameters based on the data of completeness of conformational changes in the protein molecule is proposed. These data may be also obtained by spectrofluorometry or other methods. This mode of computation allows one to show the presence of specific receptors on the protein molecule, determine adaptive structural changes in protein, preceding ligand fixation.